Key indicators: single-crystal X-ray study; T = 113 K; mean (N-C) = 0.001 Å; R factor = 0.021; wR factor = 0.048; data-to-parameter ratio = 18.0.
Related literature
For the previous structure determination, see: Pavanello et al. (1995) . For related structures, see: Lebioda & Lewiń ski (1980) ; Castro et al. (2010) . For discussion of hydrogen bonds, see: Etter et al. (1990) ; Janiak et al. (1996) . Dorn et al. (2005) ; Aakerö y et al. (2010) .
Experimental
Crystal data [Mg(C 3 Table 1 Selected bond lengths (Å ).
Mg-O1 2.0221 (6) Mg-O2 2.0839 (7)
Mg-O3 2.0899 (7) Table 2 Hydrogen-bond geometry (Å , ). Data collection: CrysAlis PRO (Oxford Diffraction, 2010 ); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: DIAMOND (Crystal Impact, 2009); software used to prepare material for publication: publCIF (Westrip, 2010) . (Lebioda & Lewiński, 1980) .
metal-organic compounds
Hydrogen bonding as a primary interaction in crytal engineering and supramolecular chemistry is of continous interest (Aakeröy et al., 2010) . The hydrogen bonding between the aqua ligands and the chloride counter anions is in the typical range (Dorn et al., 2005; Janiak et al., 1996) . The cyclic hydrogen bond motif ( Fig.1 ) which is formed by two aqua ligands of neigboring complexes and two chloride anions features the well known R 2 4 (8) motif (Etter et al., 1990 ). hour. Yet, the formed crystals were of lower quality and their opaqueness indicated some solvent occlusion.The crystalline product redissolves readily in the mother liquor under heating.
The isolated crystals deliquesce quickly in air, whereby hindering the exact determination of the yield. A repeated experiment was performed and the crystals were separated by decanting-off the mother solution, washing the residue with 3 × 1ml of diethyl ether and drying it in an argon stream during a few minutes thus yielding 140 mg (75%) of product. .
Refinement
A single-crystal suitable for structure determination was harvested from the mother liquor and was directly transferred into the cooling stream of an Oxford-Xcalibur diffractometer equipped with an EOS-CCD detector at 113 K. In the final stages of the refinement the anisotropic displacement parameters of all non-hydrogen atoms were refined.
The hydrogen atoms of the the C-H group of the DMF ligand and the hydrogen atoms of the water ligand were refined freely with individual U iso values. The hydrogen atoms of the methyl groups were introduced using a riding model (SHELXL; AFIX 137).
Figures Fig. 1 Table for bond distances and angles). Displacement ellipsoids are drawn at the 60% probability level; H atoms as spheres of arbitrary radii.
Diaquatetrakis(dimethylformamide-κO)magnesium dichloride
Crystal data [Mg(C 3 H 7 
